
^^RF Errors Corrected by tho STIQ^3tom3 Branch ^ I C 1 ^ 

Social Number: C 9/ 6 c / \. .3 2 / ^ * i -y r n p p\ ^ 

I I Changed a filo from non-ASCII to ASCII -^i^ C I t nCU 

I ( Changed tho margins in cases wtioro tho sequonco text was "wrapped" dov^n to tho noy^. |^ ^^|y /rr jf> 

| | Edited a format error in the Current Application Data section, specifically: j// ' 



I I Edited tho Current Application Data section with the actual current number. The number inputted by tho 

applicant was O the prior application data; or □ other . 

- 1 1 Added the mandatory hoading and subhoadings for "Current Application Data'. 

| j Edited tho "Number of Sequences* (iold. Tho applicant spelled out a number instead of using an integer. 

| [ Changed the spelling of a mandatory field (tho headings or subheadings), specifically: 

| 1 Conected tho SEQ ID NO when obviously incorrect. Jho sequence numbers that were edited were: 

| ] Inserted or corrected a nudeic number at tho end of a nucleic lino. SEQ ID NO'S edited: 



| [ Corrected subheading placement. All responses must be on tho same lino as each subheading. If tho 

applicant placed a response below tho subheading, this was moved to its appropriate place. 

[ ] Inserted colons after headings/subheadings. Headings edited included: 



| | Deleted extra, invalid, headings used by an applicant, specifically: 



| ) Deleted: □ non-ASCII "garbage" at tho beginning/end of files; □ secretary initials/filename at end of filo; 
□ page numbers throughout text; □ other invalid text, such as 

( ] Inserted mandatory headings, specifically: 



I 1 Corrected an obvious error in the response, specifically: 



— 



I I Edited identifiers where upper case is used but lower case is required, or vice versa. ^ ! .S] 

^ - •> 

I 1 Corrected an error in the Number of Sequences field, specifically: ° ; \ ^ 

A TfartJ Page Break" code was inserted by tho applicant. All occurrences had to bo deleted. 

1 1 DoleFed ending stop codon in amino add sequences and adjusted the "(A)Length:" field accordingly (error 
due to a Patentln bug). Sequences corrected: 

I 1 Other: 



'Examiner: <£hQ- 



^corrections must be communicated to tho applicant In the first Office 
DO NOT send a copy of this form. 3/1/95 



OIPE 



RAW SEQUENCE LISTING DATE: 09/14/20 0 0 

PATENT APPLICATION: US/09/64 5 , 3 2 1 TIME: 16:50:58 

Input Set : A:\Cpg.pto 

Output Set: N:\CRF3\09142000\l645321.raw 

3 1I0-- APPLICANT: Sat OS hi KOIZUMI 

4 Kasuhiko TAB AT A 

5 Tels no EN DO 

6 Akio OZAKI 

8 • i 2 0 - TITLE OF INVENTION: Process for producing N- acet y 1 neuramr nic acrd 

10 -a3 0> FILE REFERENCE: 112 29 

c __> 12 <140> CURRENT APPLICATION NUMBER: US/0 9/64 5,3 21 

C--> 12 <141> CURRENT FILING DATE: 2000-08-25 

12 -150:- PRIOR APPLICATION NUMBER: Hll" 2^2670 

13 151 - PRIOR FILING DATE: 199 9^8- 30. 
15 16 0,- NUMBER OF SEQ ID NOS/" 8 
17 ^170:- SOFTWARE: Patentln Vbi . 72 . 0 
19 ^'210.- SEO ID NO: 1 
2 0 2 1 ! • LENGTH: 391 

21 2 1 2 TYPE: PRT 

22 <2I3> ORGANISM: Sy nechocy s t i s sp.(PCC6803) 



24 


■ - 1 0 0 


- SEQUENCE: 


1 




















G 1 n 


Ala 


25 


Met 


lie 


Ala 


His 


Arg 


Arg 


Gin 


G 1 u 


Leu 


Ala 


Gin 


Gin 


Ty r 


Ty r 


2 6 


I 








5 










10 










1 5 




28 


Leu 


His 


Gin 


Asp 


Val 


Leu 


Pro 


Phe 


Trp 


Glu 


Lys 


Tyr 


Ser 


Leu 


Asp 


Arg 


2 9 








20 










2 5 










30 


Val 


Phe 


31 


Gin 


Gly 


Gly 


Gly 


Tyr 


Phe 


Thr 


C y s 


Leu 


Asp 


Arg 


Lys 


Gly 


Gin 


3 2 






3 5 










10 










4 5 








3 4 


Asp 


Thr 


Asp 


Lys 


Phe 


He 


Tip 


Leu 


G 1 n 


.A s n 


Arg 


Gin 


Va 1 


Trp 


G 1 n 


Phe 


35 


5 0 










5 5 










6 0 








He 


3' 7 


Ala 


Val 


Phe 


Tyr 


Asn 


Arg 


Leu 


Glu 


PlO 


Lys 


Pro 


Gin 


Trp 


Lou 


Glu 


38 


65 










^0 










75 








G 1 n 


8 0 


4 0 


Ala 


Arq 


His 


Gly 


Ala 


Asp 


Phe 


Leu 


Ala 


Arg 


His 


Gly 


Arg 


Asp 


Asp 


41 








85 










90 










9 5 




4 3 


Gly 


Asn 


T rp 


Tyr 


Phe 


Ala 


Leu 


Asp 


Gin 


Glu 


Gly 


Lys 


Pro 


Leu 


Arg 


G 1 n 


4 4 






100 










105 










1 10 




Gin 


4 6 


Pro 


Tyr 


Asn 


Val 


Phe 


Ser 


A s p 


Cys 


Phe 


Ala 


Ala 


Met 


Ala 


Phe 


Se r 


4 7 






115 










120 










1 2 5 






Gin 


4 9 


Tyr 


Ala 


Leu 


Ala 


Ser 


Gly 


A I a 


Gin 


Glu 


Ala 


Lys 


Ala 


1 le 


Ala 


Leu 


5 0 




130 










1 3 5 










14 0 






Gin 




5 2 


Ala 


Ty r 


Asn 


Asn 


Val 


Leu 


Arg 


Arg 


G 1 n 


His 


Asn 


Pro 


Lys 


Gly 


Tyr 


5 3 


115 










150 










155 






A 1 a 


Va 1 
1 7 5 


160 


5 5 


Gl u 


Ly s 


Ser 


Tyr 


Pro 


G 1 y 


Thr 


Arg 


P ro 


Leu 


Lys 


Ser 


Leu 


Pro 


5 6 










165 










170 














Met 


lie 


Leu 


Ala 


Asn 


Leu 


Thr 


Leu 


G 1 u 


Met 


Glu 


Trp 


Leu 


Leu 


Pi o 


Pro 


5 0 








180 










IS > 










1 9 0 




Thr 


61 


Thr 


Thr 


Val 


Glu 


Glu 


Val 


Leu 


Ala 


G 1 n 


Thr 


Val 


Arg 


GJ u 


Va 1 


Met 


62 






195 










20 0 










20 5 








6 4 


Asp 


P he 


Leu 


Asp 


Pro 


Glu 


1 1 e 


G 1 y 


Leu 


lie t. 


Arg 


Glu 


Al a 


Val 


Thr 


P ro 


6 5 


210 








2 15 










22 0 








G 1 y 


6 7 


Thr 


Gly 


Glu 


Phe 


Val 


Asp 


Ser 


Pho 


G 1 u 


Gly 


Ai g 


Leu 


Leu 


Asn 


Pro 


68 


22 5 










230 










233 










2 4 0 



9/14,00 
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RAW SEQUENCE LISTING LATE: I .! 9/ 1 4/ J 0 U 0 

PATENT APPLICATION: US/09/64 5,321 TIME; 16,jU:j8 

Input Set : A:\Cpg.pto 

Output Set. N:\CRF3\09142000\I645321.raw 



7 0 His 


Gly 


Ile 


Glu 


Ala 


Met 


Trp 


Phe 


Met 


Met 


Asp 


I le 


Ala 


Gin 


Arg 


S e r 


7 1 








2 4 5 










250 










2 5 5 




7 3 Gly 


Asp 


A r q 


Gin 


Leu 


Gin 


Glu 


Gin 


A 1 a 


lie 


Ala 


Val 


Val 


Leu 


Asn 


Thr 


7 4 






260 










265 










2 7 0 






7 6 Leu 


G Lu 


Tyr 


Ala 


Trp 


Asp 


Glu 


Glu 


P he 


G 1 y 


Gly 


He 


Phe 


Ty r 


Phe 


Leu 


7 7 




2 75 










280 










28 5 








7 9 Asp 


Arq 


G 1 n 


Gly 


H i s 


Pro 


Pro 


Gin 


G 1 n 


Leu 


Glu 


np 


Asp 


G 1 n 


Lys 


Leu 


80 


290 










295 










3 00 










8 2 Trp 


Trp 


Va 1 


His 


Leu 


Glu 


Thr 


Leu 


Val 


Ala 


Leu 


Ala 


Lys 


Gly 


His 


Glu 


8 3 3 0 5 










3 10 










315 










3 2 0 


8 5 Ala 


rhr 


G 1 y 


Gin 


G 1 u 


L • s 


Cys 


Trp 


Gin 


1'rp 


Phe 


Glu 


Arq 


Va 1 


His 


Asp 


86 








3 2 5 










3 30 










33 5 




8 8 Tyr 


Ala 


Trp 


Ser 


H l s 


Phe 


Ala 


Asp 


Pro 


Glu 


Tyr 


Gly 


Glu 


Trp 


Phe 


G 1 y 


89 






34 0 










3 4 3 










3 30 






91 Tyr 


Leu 


Asn 


Arq 


Arg 


Gly 


Glu 


Val 


Leu 


Leu 


Asn 


Leu 


Lys 


Gly 


Gly 


Lys 


9 2 




355 










360 










3 6 5 








9 4 Tip 


Lys 


Gly 


Cys 


Phe 


His 


Val 


Pr 0 


A 1 q 


Ma 


Leu 


Trp 


Leu 


3 y s 


Ala 


G 1 u 


95 


3 7 0 










37 5 










380 










9" Thr 


Leu 


Gin 


Leu 


Pro 


Val 


Ser 




















9 8 38 5 










3 9 0 






















101 <210- SEQ ID NO 


























102 2 I 1 • LENGTH: 117 3 
























103 2 1 


2> TYPE: 


DNA 


























104 2.3- ORGANISM: 


Synechocyst is sp . ( PCC08O 3 ) 












106 - 4 0 0.- SEQUENCE: 


























10' 7 atg 


att 


qcc 


cat 


cqc 


cqt 


cag 


qaq 


t t a 


gec 


cag 


caa 


t at 


tac 


cag 


get 


108 Met 


He 


Ala 


His 


Arg 


Arg 


Gin 


Glu 


Leu 


Ala 


Gin 


G 1 n 


Ty r 


Tyr 


Gin 


Ala 


109 1 








5 










10 










15 




111 tta 


cac 


caq 


gac 


gta 


ttg 


ccc 


ttt 


tgg 


qaa 


aaa 


tat 


tec 


ct c 


gat 


CQC 


112 Leu 


H 1 s 


Gin 


Asp 


Val 


Leu 


Pro 


Phe 


Trp 


Glu 


Lys 


Tyr 


Ser 


Leu 


Asp 


Arq 


113 






20 










2 5 










30 






115 caq 


ggg 


age 


ggt 


t ac 


ttt 


acc 


tqc 


tta 


gac 


Cqt 


aaa 


qqc 


cag 


gtt 


ttt 


116 Gin 


G 1 y 


Gly 


Gly 


Tyi 


Phe 


Thr 


Cys 


Leu 


Asp 


Arg 


Lys 


G 1 y 


Gin 


Val 


Phe 


117 




35 










4 0 










4 5 








119 gac 


aca 


gat 


aaa 


t tc 


att. 


tgg 


tta 


caa 


aac 


cgt 


cag 


gta 


tgg 


cag 


tt t 


120 Asp 


Thr 


Asp 


Lys 


Phe 


lie 


Trp 


Leu 


Gin 


Asn 


Arg 


Gin 


Val 


Tip 


Gin 


Phe 


121 


5 0 










5 5 










6 0 










123 qcc 


gtt 


ttc 


tac 


aac 


cqt 


ttg 


qaa 


cca 


aaa 


ccc 


0 a a 


t qq 


tta 


qaa 


art 


124 Ala 


Val 


Phe 


Ty r 


Asn 


Arq 


Leu 


Glu 


Pro 


Lys 


Pro 


G 1 n 


Trp 


Leu 


Glu 


I le 


125 b5 










7 0 










J 3 










80 


127 qcv 


cqc 


cat 


gqt 


qct 


gat 


ttt 


tta 


qct 


cgc 


cac 


ggc 


cqa 


gat 


c a a 


qac 


128 Ala 


Arg 


His 


Gly 


Ala 


Asp 


Phe 


Leu 


Ala 


Arg 


His 


Gly 


Arg 


Asp 


Gin 


Asp 


129 






8 5 










90 










9 5 




131 qgt 


aa t 


t qq 


tat 


t It 


get 


ttg 


gat 


c a g 


gaa 


ggc 


aaa 


ccc 


ct g 


cgt 


c a a 


132 Gly 


A s n 


Trp 


Tyr 


Phe 


Ala 


Leu 


Asp 


G 1 n 


Glu 


Gly 


Lys 


P ro 


Leu 


Arq 


G 1 n 


133 






100 










105 










110 






135 ccc 


t at 


aac 


gtt 


t tt 


tec 


gat 


t gc 


t t c 


gec 


gec 


at g 


qcc 


ttt 


agt 


caa 


136 Pro 


Ty r 


Asn 


Val 


Phe 


Ser 


Asp 


Cys 


Phe 


Ala 


Ala 


Me t 


Aid 


Phe 


Ser 


Gin 


13* 7 




115 










120 










1 2 ^ 









192 



288 



3 36 



3 84 



//r- r r ^nnrhoi t f,v„-. M s^ l htm 
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RAW SEQUENCE LISTING 

PA I KN T APPLICATION: US/09/64 5,3 21 



DATE': 09/14/JOOO 
TIML : 16 ; 5 0 : D 8 



Input Set : A:\Cpg.pto 

Output Set: N:\CRF3\09142000\l645321.raw 



1 i9 
1 10 
i 1 1 



18 



1 
1 
1 
L 
1 
1 
1 
I 

153 
i 5 > 
156 

15 J 
I 5 L * 
160 

16 i 
lb 1 
164 

16 6 
lb' 7 
168 
169 
IV L 

1 7 2 

17 .3 
175 
176 
1 7 7 
1 "9 
180 
181 

18 3 
184 
185 
187 
1 88 
189 
191 
192 
193 
195 
196 

19 7 

1 9 9 
2(H) 

;oi 

2 0 3 



tat 
Ty r 

gee 
A I d 
1 1 5 
q a q 
Clu 

at g 
Met 

act 
Thr 

q ,:1 t 

Asp 

a c a 
Thr 

L'dC 

His 

qgc 
Gly 

Ctq 

Leu 

gat 
Asp 

tqg 
Trp 
30 5 
qCC 
A 1 a 

tdC 

Tyr 

t dC 

Tyr 
t qq 

Trp 



qCC 
Aid 

1 3 0 

tdC 

Tyr 

dag 
Lys 

dtt 
I Le 

dCC 

Thr 

ttc 
Phe 
210 
gga 
Gly 

gge 
Gly 

gat 
Asp 

gaa 
Glu 

cgc 
Arg 
290 

t gg 

Trp 

act 
Thr 

gec 
Ala 

ctg 
Leu 

aaa 
Lys 

3 7 0 
etc 



tta gec agt gqg 
Leu Ala Sei Gly 



aat 

As n 



tec 
Ser 

tt a 
Leu 

gtg 
Val 
195 
etc 
Leu 



gaa 
Glu 

att 

I le 

cgc 
Arg 

tat 
Ty r 
275 
cag 
Gin 

gtd 
Vdl 



gge 
Glv 



tgg 
Trp 



t at 
Ty i- 

gec 
Aid 
180 
gaa 
G 1 u 

gac 
Asp 

1 1 1 
Phe 



gtc 
Val 

cca 
Pro 
16 5 
a a c 
Asn 

qag 
Glu 



Cta 
Leu 
150 

ggt 

G 1 v 



gtg 

Val 



cca ga a 
Pro Glu 



cag 
G 1. n 
2 6 0 
gec 
Ala 



cat 
His 



caa 
G 1 n 



gtt 
Val 

q C C 
Ala 
24 5 
t r a 
Leu 

tgg 
Trp 



rt_g 
Leu 



gaa 
Glu 



agt 
Ser 
i -1 0 
cgc 
Ai g 



cat 
His 



egg 
Arg 



3 5 5 
ggg 

G 1 v 



tqt 



t tc 
Phe 



gat 

Asp 
2 3 0 
at q 
Me t 

cag 
Gin 

gat 
Asp 



gaa 
Glu 
310 
aaa 
Lys 

t tc 
Phe 

gga 
G 1 y 

c a c 
His 



edd ct t ecg gtt 



gcg cag gaa 

Ala Gin Glu 
1 05 

cgc cgt cag 

Arg Arg Gin 

act aqa ccc 

Thr Aig Pro 

acc ctg gaq 

Thr Leu Glu 
185 

t t q q •( caa 

Leu Ala Gin 

200 

ata gqa tta 

1 le Gly Leu 

2 1 5 

agt ttt gaa 

Ser Phe Glu 

tqq ttc atg 

Tip Phe Met 

gan caa gec 

Glu Gin Ala 

2 6 5 

g a a q a a ttt 

G la Glu P he 

2.80 

c c r c a a c a a 

Pre; Gin Gin 
2 9 5 

acc ctg gtt 

Thr Leu Val 

t qt tqg c a a 

G y s T r p G 1 n 

qcc: qat cct 

Ala A:ip Pro 

3 1 5 

gag q t g tta 

Glu Val Leu 

360 

qtq ccc cga 

Va 1 Pro Arg 
^ 5 
agt 



get 
A I a 



etc 
Leu 
10) 
at g 
Met 

acc 
Thr 

atg 

ggg 

G 1 y 

atg 
Met 

2 5 0 
att 
He 

ggt. 
Gly 

C t q 

Leu 

gee 
Ala 

t gq 
Tip 

i < 0 

g q 

Glu 

etc 
Leu 

qct 
A 1 a 



a a a 

Lys 



aat 
A. s n 
1 j) 
a a a 
Lvs 



uaa 
Glu 

q t c 
Val 

-qg 
5rg 

^.jg 

Arg 

2 3 5 
gac 
Asp 

qcd 
A 1 a 

gqc 
Gly 

q a a 
G lu 

c t a 
Leu 

3 1 5 
t tt 

Pile 

tat 

Ty r 



C t q 
L»-'U 



gee 
Ala 
1 10 
eee 
Pro 

t ec 
S e r 

tqq 

Trp 

aga 
Arg 

qaa 
Glu 
22 0 
ttg 
Leu 

att 

I le 

gtg 
Vdl 

at a 
He 

tqg 
Trp 
■3 0 0 
gee 
Ala 

gag 
Glu 

qgg 
Gly 

cta 
Leu 

tgg 
Trp 

380 



att gec ctg cag 
He Ala Leu Gin 



aaa ggt caa 
Lys Gly Gin 

ctg gcg qtg 
Leu Ala Vdl 

L7S 



tta 
Leu 



ecg 
Pro 



tta 
Leu 
190 

gaa gtg atg 
Glu Vdl 



tac 
Tyr 
160 
c c g 
Pro 

cct 
Pro 

acq 
Thr 



20 5 
gcg 



etc 
Leu 

gee 
Aid 

gtg 
Val 

ttt 

Phe 
285 
gac 
Asp 

aag 
Lys 

egg 
Arg 

q a a 
Glu 

aaa 

Lys 
36 5 
etc 
Leu 



Met 

gtg acc ccc 
Val Thr Pro 

aae ccd gga 
Asn Pro Gly 
24 0 

caa cgc tec 
Gin Arg S e r 

255 

ttg aac acc 
Leu Asn Thr 



270 
tat 
Ty r 



ttc ctt 
Phe Leu 



caa a a g c t c 
Gin Lys Leu 

gge eac caa 
Gly His Gin 
320 

gtc cat gat 
Val His Asp 

"3 3 5 

tgg ttt gge 
Trp Phe Gly 
3 50 

ggg ggg aaa 

Gly Gly Lys 

tgt gcg gad 
Cvs Ala Glu 



7 20 



8 64 



9 J 2 



.1 0 0 8 



1152 



fi ...„r.^n. l ,M,f.V < rlMM7l h. m 



9 14,00 
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RAW SEQUENCE LISTING DATE: 09/M/JOOu 

PAI ENT APPLICATION: US/0 9/64 5, 321 I1ME: 16:50:58 

Input Set : A:\Cpg.pto 

Output Set: N:\CRF3\09142000\l645321.raw 

jn.i Thr Leu Gin Leu Pro Vdl Ser 

2 9 3 385 390 

2') 8 -210- SEQ ID NO: 3 

2 09 • 2 11 > LENGTH : 2-1 

2 10 --2 12> TYPE: DNA 

211 - 2 1 3 ■ ORG A N 1 SM : Artificial Sequence 

2 13 ■ 220. • FEATURE : 

2 1 4 - 2 2 3 > O T H LP INF o P.MA T 1 0 N : S y n t he t i c DNA 

2L6 1 ■ SEQUENCE: 3 

2 1V gtgtaagctt t.rtgtatggg gtgt 



2 2 0 


■ . 2 1 0 > 


SEQ 10 NO: 1 


221 


2.1- 


LENGTH: 2 6 




■ 2 12;- 


TYPE: DNA 


2 2 3 


■ 2 1 3 > 


ORGAN I SM : Art i f i c i a 1 Sequence 


-> ■} s 


■ . 2 2 0 - 


FEATURE: 


2 2 6 


■ .. 2 2 3 ■ ■ 


O T H K R INFO RMA T I O N : Synthetic DNA. 


2 2 b 


loo-.- 


SEQUENCE: 4 


2 2 9 


qcdqggatcc cddccdggcd gcggaa 


2 3 2 


.21.0;- 


SEQ ID NO: 5 


2 3 -1 


2 1 1 > 


LENGTH : 3 2 


2 3 -1 


2 12..- 


TYPE: DNA 


2 3 S 


■'213 - 


ORGANISM: Artificial Sequence 


2 3 7 


■ 2 20;- 


FEATURE: 


2 3 8 


■ 2 2 3.- 


OTHER INFO RMA TI ON : S y nthetic D N A 


2 1 0 


-.100 ,■ 


SEQUENCE: 3 


211 


XX tat 


cgata ttaattaggg ggaatgaatg ag 


2 11 


-..2 1 0> 


SEQ ID NO: 6 


2 -1 5 


- 2 1 1> 


LENGTH: 3 3 


216 


-.:212> 


TYPE: DNA 


24"' 


- 2 l v> 


ORGANISM: Artificial Sequence 


24 9 


■ 2 2 0 


FEATURE : 


2 5 0 


■ 2 2 3 > 


OTHER INFORMATION: Synthetic DNA 


2 5 2 


1 00. 


SEQUENCE: 6 


2 5 3 


tttggatcct cattattccc cctgattttt gaa 


2 56 


• 2 1 0 


SEQ ID NO: 7 


257 


2 11. 


LENGTH: 3 6 


2 38 


■ ■ 2 1 2 > 


TYPE: DNA 


2 59 


■ 2 IV- 


ORGANISM: Artificial Sequence 


2 6 L 


2 2 0 > 


FEATURE : 


2 62 


.2 2 3 • 


OTHER INFORMATION: Synthetic DNA 


2 61 


10 0.- 


SEQUENCE: 7 


265 


taaatcgata tttgtatgat tgcccatcgc cgtcag 


268 


2 10:- 


SEQ ID NO: 8 


2 69 


-.2 11;- 


LENGTH : 36 


2'0 


■■ 212.- 


TYPE: DNA 


2 7 1 


■ : 2 1 3 > 


ORGANISM: Artificial Sequence 


2 7 3 


■ 2 20;- 


FEATURE : 


2 7 4 


2 2 3 


OTHER INFORMATION: Synthetic DNA 


2 7 6 


• 1 0 0 • 


SEQUENCE: 8 



3 6 



3 2 



3 3 



36 



9/14/00 
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RAW SEQUENCE LISTING DATE; 0 9/1-4/ -0 0u 

PATENT APPLICATION: US/09/64 5, 321 TIME: 16 ; jU ; b'S 

Input St?t A:\Cpg.pto 

Output Set: N:\CRF3\09142000\I645321.raw 



aaaggatcct taactaaccq gaagttggag agtttc 



36 
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VERIFICATION SUMMARY DATE: 1)9/11/2000 

PA1LNT APPLICATION: US/09/64 5,321 TIME: 10:j0:i>9 

Input Set : A:\Cpg.pto 

Output Set. N:\CRF3\09142000\I645 32Z.raw 

L : 1 2 M:2 7 0 C: Current Application Number differs. Replaced Current Application No 

L:1J M:271 C: Current Filing Date differs, Replaced Cui rent Filing Date 



fi u./ / r.vr^n,, f K»wf.y w ,^^, hfm 9/1400 
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OIPE 



RAW SEQUENCE LISTING DATE : 09/06/2000 

PATENT APPLICATION: US/0 9/64 5 , 3 2 1 TIME: 11:35:35 

Input Set : A:\5.118 3 sequence.txt 
Output Set: N : \CRF 3\0 9062 0 0 0\I64 5 32 1 . raw 

3 <110> APPLICANT: Sat os hi KOIZUMI 

4 Ka:;uhiko TAB AT A 

5 Tetsuo EN DO 

6 Akio OZAKI 

8 <120>- TITLE OF INVENTION: Process for producing N - ace t y 1 neuraminic acid 
10 <130> FILE REFERENCE: 11229 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/0 9/64 5,3 21 
C--> 12 <141> CURRENT FILING DATE: 2000-08-25 

12 <150> PRIOR APPLICATION NUMBER: Hi 1-24 2670 

13 <151> PRIOR FILING DATE : 1999-08-30 
15 -16 0-- NUMBER OF SEQ ID NOS : 8 

17 . I " 0.' SOFTWARE: Patent In Ver. 2.0 



C° eS 



Co« eC 



0^' 



ERRORED SEQUENCES 

10.1 <210> SEQ ID NO: 2 

102 .21! • LENGTH: 1173 

103 <212> TYPE: DNA 

10 1 -213> ORGANISM: Sy ne c hoc y s t is sp.(PCC6803) 

106 <400> SEQUENCE: 2 
E--> 107 atg att gcc cat cgc cgt cag gag tta gcc cag 
E--> 108 48 

10 c * Met lie Ala His Arg Arg Gin Glu Leu Ala Gin 
.110 1 5 10 

E--> 112 tta cac cag gac gta ttg ccc ttt tgg gaa aaa 

E--> 113 96 

114 Leu His Gin Asp Val Leu Pro Phe Trp Glu Lys 

115 20 25 

E--> 117 cag ggg ggc ggt tac ttt acc tgc tta gac cgt 
E--> 118 144 

119 Gin Gly Gly Gly Tyr Phe Thr Cys Leu Asp Arg 

.1 20 3 5 10 

E--> 122 gac aca gat aaa ttc att tgg tta caa aac cgt 
E--> 123 192 

12 1 Asp Thr Asp Lys Phe He Trp Leu Gin Asn Arg 

125 50 55 

E--> 127 gcc gtt ttc tac aac cgt ttg gaa cca aaa ccc 
E--> 128 240 

129 Ala Val Phe Tyr Asn Arg Leu Glu Pro Lys Pro 

130 6 5 7 0 

E--> 132 gcc cgc cat ggt get gat ttt tta get cgc cac 

E--> 133 288 

11,1 -Ma Arg His Glv Ala Asp Phe Lou Ala Arg His 
135 " 35 90 

E--> 137 ggt aat tgg tat ttt get ttg gat cag gaa ggc 

E--> 138 336 



A- 



caa tat tac cag get 

Gin Tyr 
tat tec 
Tyr Ser 
aaa ggc 



Tvr Gin Ala 
15 

etc gat cgc 

Leu Asp Arg 

3 0 

cag gtt ttt 



Lys Gly 
4 5 

cag gta 

Gin Val 

6 0 

caa tgg 

Gin Trp 
ggc cga 
Gly Arg 
aaa ccc 



Gin Val Phe 

tgg cag ttt 

Trp Gin Phe 

tta gaa att 

Leu Glu He 
8 0 

gat caa gac 

Asp Gin Asp 
95 

ctg cgt caa 
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RAW SEQUENCE LISTING DAT hi: U9/00/J 

PAIENI APPLICATION: US/09/64 5, 321 TIME: 1 1 : 5 ; .> : 3 



Input Set. A:\5.118 3 sequence.txt 
Output Set: N:\CRF3\0 9G62000\l64 5121.raw 



139 


Gly 


Asn 


Trp 


Tyr 


Phe 


Ala 


Leu 


Asp 


Gin 


Glu 


G 1 y 


Lys 


Pro 


Leu 


Arg 


G 1 n 


110 








100 










10 5 










1 I 0 






142 


ccc 


tat 


aac 


gtt 


ttt 


tec 


gat 


tgc 


ttc 


gcc 


gcc 


atg 


gee 


ttt 


agt 


caa 


143 


384 
































1-14 


Pro 


Tyr 


Asn 


Val 


Phe 


Ser 


Asp 


CVS 


Phe 


A 1 a 


Aid 


Met 


A. 1 a 


Phe 


Se I" 


G 1 n 


lib 






115 










I 2 0 










1 2 T 








147 


tat 


gcc 


tta 


gcc 


agt 


ggy 


gcg 


cag 


gaa 


get 


aaa 


gcc 


att 


gcc 


ctg 


cag 


148 


432 
































119 


Tyr 


Ala 


Leu 


Aid 


Ser 


G I y 


Ala 


Gin 


Glu 


Ala 


Lys 


Ala 


I le 


A 1 a 


Leu 


G 1 n 


150 




1 3 C 










13 5 










1 4 0 










152 


gcc 


tac 


aat 


aac 


gtc 


eta 


cgc 


cgt 


cag 


cac 


aat 


ccc 


aaa 


ggt 


caa 


tac 


153 


480 
































1 5 1 


Ala 


Tyr 


Asn 


.Asn 


Veil 


Leu 


Arg 


Arg 


Gin 


His 


Asn 


Pro 


Lys 


G L y 


Gin 


Ty r 


155 


14 5 










1 -3 0 










1 5 5 










i 0 


157 


gag 


aag 


tec 


tat 


cca 


ggt 


act 


aga 


ccc 


etc 


aaa 


tec 


ctg 


gcg 


gtg 


ccg 


158 


528 
































159 


G 1 u 


Lys 


Ser 


Tyr 


Pro 


Gly 


Thr 


Arg 


Pro 


Leu 


Lys 


S e r 


Lou 


A I a 


Va 1 


P 1 u 


1 o 0 










165 










1 7 0 










i ' 3 




162 


atg 


att 


tta 


gcc 


aac 


etc 


acc 


ctg 


g<*g 


atg 


gaa 


tgg 


tta 


tta 


ccg 


cct 


163 


576 
































L 6 I 


Met 


lie 


Leu 


Ala 


Asn 


Leu 


Thr 


Leu 


G 1 u 


Met 


Glu 


Trp 


Leu 


Leu 


Pro 


Pro 


163 








180 










185 










L 9 0 






167 


act 


acc 


gtg 


gaa 


gag 


gtg 


ttg 


gcc 


caa 


acc 


gtc 


aga 


gaa 


gty 


atg 


a eg 


168 


624 
































169 


Thr 


Thr 


Vdl 


Glu 


Glu 


Val 


Leu 


Ala 


Gin 


Thr 


Va 1 


Arg 


G 1 u 


Val 


Met 


Thr 


l n 0 






195 










2 00 










20 5 








172 


gat 


ttc 


etc 


gac 


cca 


gaa 


ata 


gga 


tta 


atg 


egg 


gaa 


gcg 


gtg 


acc 


ccc 


173 


672 
































174 


Asp 


Phe 


Leu 


Asp 


Pro 


Glu 


lie 


Gly 


Leu 


net 


Arg 


Glu 


Ala 


Val 


Da- 


P ro 


1 7 5 




210 










2 I 5 










220 










177 


aca 


gga 


gaa 


ttt 


gtt 


gat 


agt 


ttt 


gaa 


ggg 


egg 


ttg 


etc 


aac 


cca 


gga 


178 


720 
































179 


Thr 


Gly 


Glu 


Phe 


Val 


Asp 


Ser 


Phe 


Glu 


Gly 


Arg 


Leu 


Leu 


A s n 


Pro 


G 1 y 


180 


2 2 5 










2 30 










2 3 5 










2 4 0 


182 


cac 


ggc 


att 


gaa 


gcc 


atg 


tgg 


ttc 


atg 


atg 


gac 


att 


gcc 


caa 


cgc 


tec 


183 


768 
































18 1 


His 


Gly 


lie 


Glu 


Ala 


Met 


Trp 


Phe 


Ilet 


Met 


Asp 


I le 


Ala 


G 1 n 


A i" g 


Ser 


18 5 










215 










2 50 










2 5 r i 




187 


ggc 


gat 


cgc 


cag 


tta 


cag 


gag 


caa 


gcc 


att 


gca 


gtg 


gtg 


ttg 


aac 


acc 


188 


816 
































189 


Gly 


Asp 


Arg 


Gin 


Leu 


Gin 


Glu 


G 1 n 


Ala 


1 le 


A L a 


Val 


Val 


Leu 


.As n 


i'lir 


190 








260 










2b5 










2 7 0 






192 


ctg 


gaa 


tat 


gcc 


tgg 


gat 


gaa 


gaa 


ttt 


ggt 


ggc 


ata 


ttt 


tat 


ttc 


ctt 


193 


864 
































194 


Leu 


Glu 


Tyr 


Ala 


Trp 


Asp 


Glu 


G I u 


Phe 1 


Gly 


G 1 y 


1 le 


Phe 


Tyr 


Phe 


Leu 


19 5 
















280 










28 5 








197 


gat 


cgc 


cag 


ggc 


cac 


cct 


ccc 


caa 


caa 


ctg 


gaa 


tgg 


gac 


raa 


aag 


etc 


198 


912 
































l l ^9 


Asp 


Arg 


Gin 


Gly 


His 


Pro 


Pro 


G 1 n 


G i n 


Leu 


G 1 u 


Trp 




G 1 n 




Leu 
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DAT hi: 09/06, 
TIME; 11.35 



2 0 0 
E--> 202 
E--> 20 3 

2 0 1 

1 0 5 
E--> 207 
E--> 208 

2 0 0 
2 L0 

E--> 212 
E--> 213 
2 L 4 
2 L5 
E--> 217 
E--> 218 
2 10 
220 
E--> 222 
E--> 223 
2 2 -1 
2 2 5 
E--> 227 
E--> 228 
2 2 9 
2 3 0 
2 33 
2 3 -1 
2 "3 5 
2 3 6 
2 3 8 
2 30 
2 1 1 
E--> 242 
2 -1 3 

2 1" 
2 IB 
2 1 y 
2 51 

2 54 

E--> 2 5 3 

^56 
2 5 q 
2 00 
2 0 L 

2rvl 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/0 9/64 5 , 3 2 1 

input Set : A:\5.1183 sequenre.txt 
Output Set: M:\CRF3\09062000\l645321.raw 

( ) s 3 0 0 

tgg tgg gta cat ttg gaa acc ctg gtt gcc eta gec aag ggc cac caa 

960 , n , , . , , r i- u is ';ln 

T,p Trp Val His Leu <Uu TLr Leu Val Aia Lt-u -a L ? ., ^. ■ 

gcc act ggc caa gaa aaa tgt tgg caa tgg ttt gag egg gtc cat gat 

-u\h, Gly Gin Glu ..y* Cy, Tr, Gin Trp .Asp 
tac gcc tgg agt cat ttc gcc gat cct gag tat ggg gaa tgg ttt ggc 
™\u Trp Ser Hi* Phe Ma ,s P Pro Clu Tyr Gly C.u Trp Phe Gly 
tac ctg aat cgc egg gga gag gtg tta etc aac eta aaa ggg ggg -a 
T "\eu Asn Arc, Ara Oly Clu Val Leu Leu As,, Lou ,,g Gly Gly Lys 
tgg aaa ggg tgc ttc cac gtg ccc cga get ctg tgg c^c tgt geg gaa 
\rl\ys Cly Cvs Phe His Val Pro Ax-, Ala Leu T.p Leu Cys Ala Giu 



'JOOO 

35 



3^0 375 
act etc caa ctt ccg gtt agt 
1173 

Thr Leu Gin Lou Pro Va L Ser 
365 390 
• 1 0 • SEQ ID NO: 3 
-:211> LENGTH : 2 4 
2 12- TYPE : DNA 

: 2 1 3 - ORGAN I SM : Art i f i c i a 1 Seq u e nc e 
"^O.- FEATURE: 

2 2 3 > OTHER INFORMATION: Synthetic DN- 
'100- SEQUENCE: 3 

gtgtaagctt tctgtatggg gtgt ^ 

' 7T " ~~ 

.2 10-- SEQ ID NO: 1 
2I1> LENGTH: 2 6 
'U2-- TVP E : DNA 

;H). ORGANISM: Artificial Sequence 
■220..- FEATURE: _ 
■223- OTHER INFORMATION: Synthetic DNA 
, 4 00> SEQUENCE : 1 
gcagggatcc caaccaggca gcggaa 

2 10"- SEQ ID NO: 5 
2 1 1 - LENGTH : 3 2 
.2 12- TYPE: DNA 

2 13:- ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Synthetic DN- 




P 



e? c 



\ 



iold\VsrI64532 1 .htm 



9 6 00 
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26 7 

E--> 268 

26 9 
2 7 2 

27 3 
2' : -l 
2" 5 

27 7 
2*' 8 
2«0 

E--> 281 

28 2 
28 o 
2 8b 
28~ 
283 
290 

2 9 l 

2 9 3 
E--> 294 
E--> 295 

2 98 



il sequence 
Sv I it. he tic DNA 



500 
301 
3 0 3 
K) I 
306 

E--> 307 
E--> 308 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/64 5 , 3 2 1 

incut ^et : A:\5.L183 sequenre.txt. 
o"? P ut' Set: N:\CRF3\09062000\l645321.raw 

.-inn> SEQUENCE: 3 

tttatcgata ttaattaygg ggaatgaatg ag 

3 2 

■2 10> SEQ ID NO: (> 
,-21i> LENGTH: 3 3 
-■.2U> TYPE: DNA 
. 2 j 3> ORGAN 1 GM : Ait it 1CL 
. 22- • FEATURE: 
< 2 2 3 . > OTHER I NFOR MA T 1 0 N : 
. ir.n , SKG'U.NCE : 6 

tttggatcct cattattccc cctgattttt gaa 

33 

J 10 > SEO ID NO: 7 
.^2 11.- LENGTH: 36 
< •> 1 1 ■ F> PE : DNA 

.,213- ORGANISM: Artificial Sequence 
- 2z0 -■ KEAI U HE : 

.223- OTHER INFORMATION: Synthetic DNm 
.. I00> SEQUENCE: 7 

taaatcgata tttgtatgat tgcccatcgc cgtcag 
36 

210 - SE'j ID NO: 8 
211:- LENGTH: 3 b 
, TYPE : DNA 

-13 - ORGAN 1 SM : Artificial Sequence 
• 220 - FEATURE : 

.-■22 2 > i H RE INFORMATION: Svntieti, 
,-100- SEQUENCE: 8 

aaaggatcct taactaaccg gaagttggag agtttc 
36 



DATE : 
TIME 



0 9 / 0 (■> / 2 0 0 u 
11:55:3;. 



r* 1 



r 



4 



-M xVsrl645321.htm 



9 6 00 



